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Fig. S7. Aggregate tSNE plots generated from aggregate analysis of different clusters of WTC and control
patients. A, Circled populations in t-SNE plots showed significant differences between WTC and control patients.
B, List of markers used to define the clusters identified in tSNE plots (WTC, n=8 and non-WTC, n=12). C, Meta
clusters showing the difference in cell density values occurring in IMC tissue samplings (n=2) for each patient

sample (n=10).



